* 



BIOTECHNOLOGY «b» 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



form: 



Application Serial Number. ID 7 / Oj ^ 9 (o 
Source: ' ILT^jJ^O 

Date Processed by STIC: ~] j q3_ ~^SQL 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRJNTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERJIORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.2 PROGRAM ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW FOR ADDRESS 
http://www.uspto.gov/web/ofrices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Paten t and Trademark Office, and instead should be sent via the following to the indicated addresses; 

I EFS-Bio (<httr)://www.usnto.gov/ebc/efs/downloads/dociiments.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Office, 220 20 th Street S., Customer Window, Mail Stop Sequence, Crystal Plaza Two, Lobby 
Room 1B03, Arlington, VA 22202 



Revised 05/17/04 




ERROR nrTrfrr^ 
ATTN: NE>/RULES CASES: 



1^ 
3 



1 /Z. Wrapped Nuclcics 
Wrapped Aminos 

^Invalid Line Length 

^Misaligned Amino 
Numbering 

_Non-ASCU 
. Variable Length 



6 Patenlln 2.0 

"bug" 



Skipped Sequences 

(OLDRULCS) 



Raw Sequence Listing Error Summary 
* f 

PLEASE D, SRCC ; ARD ENCu?|( IIEADE ^.Q^ ^ - 
Thcn Umbef/lex(at|h ; endofeach V ' WERE INSERTED BY rrosom, 

"as relieved in a word processoTa, ,r PP «° «he nexi line. TWimav^ v 

P™en, "wcapping." P ^ ' f,cr ■•• Please adjus, your **^^* i ^ tik 

The rules require lhal a line nor exceed 7) .k, 

_ K . " c " d 72 ch ™ ers « m is includes whj(e 

The numbering under each S* -.i ■ 

space cnaLers^ad. am, "° «' d « Do no, use ,ab codes bc.wcen numbers; 

The submitted file was no( saved in ASCIimo^ , , 

-re your , UUJCqutn , ^Z^:!^ by .be Sequence R uIc , rifasc 

^"inPa.cnMnv,^, ' "™ "V * ^ 



^Skipped Sequences 
(NEW RULES) 



^Useofn'sor Xaa's 
(NEW RULES) 

^Invalid <2I3> 
Response 

_Usc of <220> 



^.Patentln 2.0 
"bug" 

M '$use ofn/Xaa 



A "bug" m Paicnll ^ b ° nms,n S 

«« -bsejuen, S £ IT -^—a „y copy lhe relc ™ ™ -be 
AMificia. or Unknown sequlT " a """ CJ '° <*">-<*l3?£u™Z! '° 

Sequencers) 

Please also adjusl ,hc NUMBER OF SEQUENCF<; ' 
Sequence,, m - 

:i o> ^^:z: g ,nn,cn,ionai ' p,ca - — *« ro..ow,n 8 „ ncs for tteh A 

<100> sequence id number " 
000 

In <220> ,o <22J> secmn n, <"0>.<223> is MANDATORY if „- s or v . 

section, please expla.n locaiion of n or Xaa and whirl. ?" 5 3 ' C P ' Cscm 
Per I 821 nfQ fCS ' due n or X " 'eprcscn.s 

er 1.823 of Sequence Rulcs. the only valid Oils. 

science name (Cenus/spcci s) <220> <»xl ' CSP ° nSCS arc: Unknown . Artificial S r „ 
'5 Artificial Sequence ' <220> <22 ^ Sechon ,s required wben <2 ]> f Stt ^ ncc - or 

IJ f eS|)Onsc is Unknown or 

Scqucncc(s) „ 

Please do noi use "Cdov \ n n v r N ' ' 823 ° rSe ^ cn " 

/ present a single nuclco. de- M y aa f ' 

" 3 " n0n,yfC ~ a ^'e aminos 

- D'o.echnology Sys.cn ls Dranch - 09/09/200J * 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/7 98 , 0 96A 



DATE: 07/27/2004 
TIME: 11:56:44 



Input Set : A:\ptc-.lm.TXT 

Output Set: N:\CRF4\07272004\j798096A.raw 

3 <110> APPLICANT: Rea-Min Chu 

4 Ching-Yi Lin 

5 Ya-Wen Hsiao 

6 Kuang-Wen Liao 

W--> 7 <120> TITLE OF INVENTION: COMPLEX IMMUNO-GENE MEDICAL COMPOSITION FOR INHIBITING TUMOR 
CELLS 

W--> 8 <130> FILE REFERENCE: P/741-176 



W--> 9 <140> CURRENT APPLICATION NUMBER: 10/798, 096A ^3lP^ ^ <T €> 



10 <141> CURRENT FILING DATE: 2004-03-11 
W--> 11 <160> NUMBER OF SEQ ID 



ERRORED SEQUENC: 





<7 ) 



<210> SEQ ID NO: 1 
^£L4 <211> LENGTH: 636 
TYPE: DNA 
ORGANISM: Human 
K X c223> OTHER INFORMATION: IL-6 

SEQUENCE: 1 



\( 15 <212> 
)\y^ 1^x213 > 





cy^ : -> 19 <400> 



^ fj\(A' /Does Not Comply 
<m \^ i- Correcte ^ Diskette Needed 




tec 


ttc 


tec 


aca 


age 


gee 


ttc 


Ser 


Phe 


Ser 
5 


Thr 


Ser 


Ala 


Phe 


cct 


get 


gee 


ttc 


cct 


gee 


cca 


Pro 


Ala 


Ala 


Phe 


Pro 


Ala 


Pro 






25 










cac 


aga 


cag 


cca 


etc 


ace 


tct 


His 


Arg 


Gin 


Pro 


Leu 


Thr 


Ser 






45 










ggc 


ate 


tea 


gec 


ctg 


aga 


aag 


Gly 


He 


Ser 


Ala 


Leu 


Arg 


Lys 






65 










gag 


gca 


ctg 


gca 


gaa 


aac 


aac 


Glu 


Ala 


Leu 


Ala 


Glu 


Asn 


Asn 






85 










caa 


tct 


gga 


ttc 


aat 


gag 


gag 


Gin 


Ser 


Gly 


Phe 


Asn 


Glu 


Glu 



30 



50 



70 



90 



cca 


gtt 


gec 


tec 


tec 


ctg 


ggg 


ctg 


etc 


Pro 


Val 


Ala 


Phe 


Ser 


Leu 


Gly Leu 


Leu 










15 










ccc 


cca 


gga 


gaa 


gat 


tec 


aaa 


gat 


gta 


Pro 


Pro 


Gly Glu 


Asp 


Ser 


Lys 


Asp 


Val 










35 










gaa 


cga 


att 


gac 


aaa 


caa 


att 


egg 


tac 


Glu Arg 


He Asp 


Lys 


Gin 


He 


Arg 


Tyr 










55 










aca 


tgt 


aac 


aag 


agt 


aac 


atg 


tgt 


gaa 


Thr 


Cys 


Asn 


Lys 


Ser 


Asn 


Met 


Cys 


Glu 










75 










aac 


ctt 


cca 


aag 


atg 


get 


gaa 


aaa 


gat 


Asn 


Leu 


Pro 


Lys 


Met 


Ala 


Glu 


Lys 


Asp 










95 










tgc 


ctg 


gtg 


aaa 


ate 


ate 


act 


ggt 


ctt 


Cys 


Leu 


Val 


Lys 


He 


He 


Thr Gly 


Leu 



40 



60 



80 



100 
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RAW SEQUENCE LISTING DATE: 0 7/2 7/2 0 04 

PATENT APPLICATION: US/10/7 98 , 0 96A TIME: 11:56:44 

Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 



W--> 50 
E--> 52 gs 

53 (42J^ 

54 Glu I 
W--> 55 125 
E--> 57 aaa— get 

58 (48$^ 

5 9 Arg Ale 
W--> 60 

E--> 62 cta^gat 

63 (54Q) 

64 Leu Asi 
W--> 65 
E--> 67 gj 

6 8 
69 

W--> 70 
E--> 72 trfc 

73(^636 
74 

W--> 75 

77 <210> SEQ ID NO: „ 

78 <211> LENGTH: 60 ^ IPM^ Z> SP 7 ^ v 3.5^ 

79 <212> TYPE: DNA f)' oO>f 1 „ _ r>f~^-^ 

80 <213>^RGANISM^^ ^P^J^^O^ | 7 ; <c^^> ^jL 

81 <223> OTHER INFORMATION: IL-2 Signal Peptide - . GC^^^ ' 

E--> 83 <400> SEQUENCE: 2 I p — ^ 

E--> 85 at*r ; tac agg atg caa etc ctg tct tgc att gca eta agt ctt gca ctt gtc aca aac agt _ 

^6 /so/ ^ j^ron i y 




105 










110 










115 










120 


tac 


eta 


cag 


tac 


etc 


cag 


aac 


aga 


ttt 


gag 


agt 


agt 


gag 


gaa 


caa 


gee 


Tyr 


Leu 


Glu 


Tyr 


Leu 


Gin 


Asn 


Arg 


Phe 


Glu 


Ser 


Ser 


Glu 


Glu 


Gin 


Ala 




130 








135 


140 














atg 


agt 


aca 


aaa 


gtc 


ctg 


ate 


cag 


ttc 


ctg 


cag 


aaa 


aag 


gca 


aag 


aat 


Met 


Ser 


Thr 


Lys 


Val 


Leu 


He 


Gin 


Phe 


Leu 


Gin 


Lys 


Lys 


Ala 


Lvs 


Asn 


145 










150 










155 










160 


acc 


acc 


cct 


gac 


cca 


acc 


aca 


aat 


gee 


age 


ctg 


ctg 


acg 


aag 


ctg 


cag 


Thr 


Thr 


Pro 


Asp 


Pro 


Thr 


Thr 


Asn 


Ala 


Ser 


Leu 


Leu 


Thr 


Lys 


Leu 


Gin 


165 










170 










175 










180 


tgg 


ctg 


cag 


gac 


atg 


aca 


act 


cat 


etc 


att 


ctg 


cgc 


age 


ttt 


aag 


gag 


Trp 


Leu 


Gin 


Asp 


Met 


Thr 


Thr 


His 


Leu 


He 


Leu 


Arg 


Ser 


Phe 


Lys 


Glu 


185 










190 










195 










200 


age 


ctg 


agg 


get 


ctt 


egg 


caa 


atg 


















Ser 


Leu 


Arg 


Ala 


Leu 


Arg 


Gin 


Met 


















205 










210 








~ , /TO i/ 











<Tf)Jt ^ 87 Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu Val Thr Asn Ser/ / - 

J\ Jv 88 1 5 10 1 15 2Q r lip 

V JJ^/Y) 91 <210> SEQ ID NO: 3 J^J- 

\* 92 <211> LENGTH: 342 * ( 

| 0^ 93 <212> TYPE: DNA ^p? A/ tCyA)^ CO* 0 ^! 

> r fi{ 94 <213> ^RGANISMj Human ^ r I v J 

^ A/\I^T 5 <223> 0 THER INFORMATION: Partial Sequence Encoding Human IL-15 ATA! / 

.htV-> 97 <400> SEQUENCE: 3 I ' ' 



^ \ E :^>- 99 aac-t^g gtg aat gta ata agt gat ttg aaa aaa att gaa gat ctt att caa tct atg cat 



^ 10] 



Asn T 



)0 

)1 fen Trp Val Asn Val He Ser Asp Leu Lys Lys He Glu Asp Leu He Gin Ser Met His 
102 1 5 10 15 20 

E--> 104 at^Tga^t get act tta tat acg gaa agt gat gtt cac ccc agt tgc aaa gta aca gca atg 

105 /120/ 

106 tl^Asp Ala Thr Leu Tyr Thr Glu Ser Asp Val His Pro Ser Cys Lys Val Thr Ala Met 

107 25 30 35 40 
E--> 109 aag^tgc ttt etc ttg gag tta caa gtt att tea ctt gag tec gga gat gca agt att cat 

110 /O80j) 

111 T*ys^6ys Phe Leu Leu Glu Leu Gin Val He Ser Leu Glu Ser Gly Asp Ala Ser He His 

112 45 50 55 60 
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RAW SEQUENCE LISTING DATE: 07/27/2004 

PATENT APPLICATION: US/10/7 98 , 0 9 6A TIME: 11:56:44 

Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 



E- 


- > 


114 






115 






116 


w- 


- > 


117 


W- 


- > 


118 


E- 


- > 


120 






121 






122 


W- 


- > 


123 


E- 


- > 


125 






126 






127 


w- 


- > 


128 






131 






132 






133 






134 


W- 


- > 


135 


W- 


- > 


1^5- 






136 






138 


E- 


- > 


140 






141 






142 






143 


E- 


- > 


145 






146 






147 






148 


E- 


- > 


150 






151 






152 






153 


E- 


- > 


155 






156 






157 






158 


E- 


- > 


160 






161 






162 






163 


E- 


- > 


165 






166 






167 






168 


E- 


-> 


170 






17* 




aat 


ctq 


ate 


ate 


eta 


oca 


Asn 


Leu 


He 


He 


Leu 


Ala 


65 










70 


tgc 


aaa 


gaa 


tgt 


gag 


gaa 


Cys 


Lys 


Glu 


Cys 


Glu 


Glu 


85 










90 


cat 


att 


gtc 


caa 


atg 


ttc 


His 


lie 


Val 


Gin 


Met 


Phe 


105 










110 


4 













75 80 



95 100 



irir Sonnonna Rnpnrf^nn TT.-9.QD / TT.- 1 RMP AAA- lVsJ( V | C 





173 



atg 


caa 


etc 


ctg 


tct 


tgc 


att 


gca 


eta 


agt 


ctt 


gca 


ctt 


gtc 


aca 


aac 


agt 


Met 


Gin 


Leu 


Leu 


Ser 


Cys 


He 


Ala 


Leu 


Ser 


Leu 


Ala 


Leu 


Val 


Thr 


Asn 


Ser 




5 










10 








15 








20 


aat 


gta 


ata 


agt 


gat 


ttg 


aaa 


aaa 


att 


gaa 


gat 


ctt 


att 


caa 


tct 


atg 


cat 


Asn 


Val 


He 


Ser 


Asp 


Leu 


Lys 


Lys 


He 


Glu 


Asp 


Leu 


He 


Gin 


Ser 


Met 


His 




25 










30 










35 










40 


act 


tta 


tat 


acg 


gaa 


agt 


gat 


gtt 


cac 


ccc 


agt 


tgc 


aaa 


gta 


aca 


gca 


atg 


Thr 


Leu 


Tyr 


Thr 


Glu 


Ser 


Asp 


Val 


His 


Pro 


Ser 


Cys 


Lys 


Val 


Thr 


Ala 


Met 




45 










50 










55 










60 


etc ttg 


gag 


tta 


caa 


gtt 


att 


tea 


ctt 


gag 


tec 


gga 


gat 


gca 


agt 


att 


cat 


Leu 


Leu 


Glu 


Leu 


Gin 


Val 


He 


Ser 


Leu 


Glu 


Ser 


Gly 


Asp 


Ala 


Ser 


He 


His 




65 










70 










75 










80 


gaa 


aat 


ctg 


ate 


ate 


eta 


gca 


aac 


aac 


agt 


ttg 


tct 


tct 


aat 


ggg 


aat 


gta 


Glu 


Asn 


Leu 


He 


He 


Leu 


Ala 


Asn 


Asn 


Ser 


Leu 


Ser 


Ser 


Asn 


Gly 


Asn 


Val 




85 










90 










95 










100 


gga 


tgc 


aaa 


gaa 


tgt 


gag 


gaa 


ctg 


gag 


gaa 


aaa 


aat 


att 


aaa 


gaa 


ttt 


ttg 


Gly 


Cys 


Lys 


Glu 


Cys 


Glu 


Glu 


Leu 


Glu 


Glu 


Lys 


Asn 


He 


Lys 


Glu 


Phe 


Leu 




105 










110 










115 










120 


gta 


cat 


att 


gtc 


caa 


atg 


ttc 


ate 


aac 


act 


tct 














Val 


His 


He 


Val 


Gin 


Met 


Phe 


He 


Asn 


Thr 


Ser 
















125 










130 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/27/2004 

PATENT APPLICATION: US/10/7 98 , 0 96A TIME: 11:56:45 

Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 

Inva lid L ine Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 21,23,26,28,31,33,38,64,72 

Seq#:2; Line(s) 87 

Seq#:3; Line(s) 101,106,111,122,125 

Seq#:4; Line(s) 142,14 7,152,157,162,167 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/7 98 , 096A 



DATE: 07/27/2004 
TIME: 11:56:45 



Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 

L:7 M:283 W: Missing Blank Line separator, <120> field identifier 

L:8 M:283 W: Missing Blank Line separator, <130> field identifier 

L:9 M:283 W: Missing Blank Line separator, <140> field identifier 

L:ll M:283 W: Missing Blank Line separator, <160> field identifier 

L:19 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:1 



L:21 
L:26 
L:31 
L:36 
L:41 
L:44 



M:254 
M:254 
M:254 
M:254 
M:254 
M:336 
M:336 
M:254 
M:336 
M:254 
M:336 
M:254 
M:336 
M:254 
M:336 
M:254 
L:70 M:336 
L:72 M:254 
L:75 M:336 
M:200 
M:254 
M:200 
M:254 
104 M:254 
109 M:254 



:45 
:47 
:50 
:52 
;55 
;57 
:60 



L:62 
L:65 
L:67 



L: 83 
L:85 
L: 97 
L:99 
L 
L 

L: 114 
L: 117 
L: 118 
L: 120 
L: 123 
L: 125 
L:128 
L 
L 



M:254 
M:336 
M:336 
M:254 
M:336 
M: 254 
M:336 
135 M:283 
135 M:256 



L:140 M:254 
L:145 M:254 
L:150 M:254 
L:155 M:254 
L:160 M:254 
L:165 M:254 
L:170 M:254 



E: 
E: 
E: 
E: 
E : 
W: 
W: 
E: 
W: 
E: 
W: 
E: 
W: 
E: 
W: 
E: 
W: 
E: 
W: 
E: 
E: 
E: 
E: 
E: 
E: 
E: 
W: 
W: 
E: 
W: 
E: 
W: 
W: 
W: 
E: 
E: 
E: 
E: 
E : 
E: 
E: 



No. of Bases conflict, 
No. of Bases conflict, 
No. of Bases conflict, 
No. of Bases conflict, 
No. of Bases conflict, 

Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 



LENGTH: Input :0 Counted: 60 SEQ:1 
LENGTH: Input : 0 Counted: 12 0 SEQ : 1 
LENGTH: Input : 0 Counted: 180 SEQ:1 
LENGTH: Input : 0 Counted: 237 SEQ : 1 
LENGTH: Input : 0 Counted: 3 00 SEQ:1 

SEQ ID:1 
SEQ ID:1 



/ 



No. of Bases conflict, LENGTH : Input : 0 Counted:360 SEQ:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
No. of Bases conflict, LENGTH : Input : 0 Counted: 420 SEQ:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
No. of Bases conflict, LENGTH : Input : 0 Counted: 480 SEQ : 1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
No. of Bases conflict, LENGTH : Input : 0 Counted: 540 SEQ:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
No. of Bases conflict, LENGTH : Input : 0 Counted: 600 SEQ:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
No. of Bases conflict, LENGTH : Input : 0 Counted: 636 SEQ : 1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:2 
No. of Bases conflict, LENGTH : Input : 0 Counted: 60 SEQ: 2 
Mandatory Header Field missing, <220> Tag not found for 
No. of Bases conflict, LENGTH : Input : 0 Counted: 60 SEQ: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted: 12 0 SEQ: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted: 180 SEQ: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted:240 SEQ:3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted:300 SEQ:3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted: 342 SEQ: 3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
Missing Blank Line separator, <220> field identifier 



SEQ ID#: 

/ 



/ 



Invalid Numeric Header Field, <220> 

No. of Bases conflict, LENGTH: Input 

No. of Bases conflict, 

No. of Bases conflict, 

No. of Bases conflict, 

No. of Bases conflict, 

No. of Bases conflict, 

No. of Bases conflict, 



has non-blank data 
0 Counted: 60 SEQ : 4 
LENGTH: Input : 0 Counted: 12 0 SEQ: 4 
LENGTH: Input :0 Counted: 18 0 SEQ: 4 
LENGTH: Input : 0 Counted: 24 0 SEQ: 4 
LENGTH: Input : 0 Counted: 3 00 SEQ: 4 
LENGTH: Input : 0 Counted: 36 0 SEQ: 4 
LENGTH: Input : 0 Counted: 4 02 SEQ: 4 



/ 
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